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Viruses use surface proteins to gain access into target cells to initiate infection. How these surface proteins
make it into assembling viral particles and the exact details of the entry process are poorly understood. My
work here provides insight into how Murine Leukemia Virus (MLV) acquires its surface protein and how this
surface protein initiates entry into the target cell. I have identified that two domains in the surface protein
dictate its ability to be acquired by the virus. Further, I have identified that four specific amino acid residues
in a specific domain of the protein significantly contribute to the entry mechanism
